. Main pathways affected by AA supplementation in expanded OB, as identified by GO GeneSet downstream analysis, are shown in this scatter plot with the most affected ones (p < 0.01) depicted in red and labelled. Table S1 . Genes differentially expressed by osteoarthritic osteoblasts at P0 (outgrowth) cultured with AA, as compared to standard culture medium alone, which showed at least 1.5-fold higher (positive values) or lower expression (negative values); p < 0.05; genes in italic (above the dashed line) have an adjusted p-value < 0.05 (FDR, false discovery rate). Table S3 . GO GeneSet assessment for the identification of pathways with differentially expressed genes in by expanded osteoarthritic osteoblasts if cultured with AA, as compared to standard culture medium (p < 0.01). Pathways beneath the dashed line showed significance of p < 0.02. 
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